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Type C)

Xijaolian Fan, Huiwen Zhang, Sunqu Zhang, Richard D. Bagshaw, Michael B. Tropak,

John W. Callahan, and Don J. Mahuran

A Genomewide Search Finds Major Susceptibility Loci for Nicotine Dependence on Chromosome 10
in African Americans

Ming D. Li, Thomas ]J. Payne, Jennie Z. Ma, Xiang-Yang Lou, Dong Zhang, Randolph T. Dupont,
Karen M. Crews, Grant Somes, Nancy J. Williams, and Robert C. Elston

LRRK2 G2019S in Families with Parkinson Disease Who Originated from Europe and the Middle East:
Evidence of Two Distinct Founding Events Beginning Two Millennia Ago

Cyrus P. Zabetian, Carolyn M. Hutter, Dora Yearout, Alexis N. Lopez, Stewart A. Factor, Alida Griffith,
Berta C. Leis, Thomas D. Bird, John G. Nutt, Donald S. Higgins, John W. Roberts, Denise M. Kay,
Karen L. Edwards, Ali Samii, and Haydeh Payami

A Deleterious Mutation in SAMD9 Causes Normophosphatemic Familial Tumoral Calcinosis

Orit Topaz, Margarita Indelman, Ilana Chefetz, Dan Geiger, Aryeh Metzker, Yoram Altschuler,
Mordechai Choder, Dani Bercovich, Jouni Uitto, Reuven Bergman, Gabriele Richard, and Eli Sprecher

LETTERS TO THE EDITOR

Parent-of-Origin Effect and Risk for Attention-Deficit/Hyperactivity Disorder: Balancing the Evidence against
Bias and Chance Findings
Ridha Joober and Sarojini Sengupta

Reply to Joober and Sengupta
Ricardo Segurado, Ziarih Hawi, and Michael Gill

Colorectal Cancer Risk in Monoallelic Carriers of MYH Variants
Emily L. Webb, Mathew E Rudd, and Richard S. Houlston

Reply to Webb et al.
Susan M. Farrington, Albert Tenesa, Rebecca Barnetson, Alice Wiltshire, James Prendergast,
Mary Porteous, Harry Campbell, and Malcolm G. Dunlop
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i This Month in the Journal
Robin E. Williamson

ARTICLES

779 Nucleotide-Resolution Mapping of Topoisomerase-Mediated and Apoptotic DNA Strand Scissions
at or near an MLL Translocation Hotspot
Marc-Edouard Mirault, Patrick Boucher, and Alain Tremblay

792 Generalized Genomic Distance-Based Regression Methodology for Multilocus Association Analysis
Jennifer Wessel and Nicholas J. Schork

807 Mutations in TMEM76 Cause Mucopolysaccharidosis IlIC (Sanfilippo C Syndrome)
Martin HfebiCek, Lenka Mrazova, Volkan Seyrantepe, Stéphanie Durand, Nicole M. Roslin,
Lenka Noskovd, Hana Hartmannovd, Robert Ivanek, Alena Cizkovd, Helena Poupétova, Jakub Sikora,
Jana Ufinovskd, Viktor Stranecky, Jifi Zeman, Pierre Lepage, David Roquis, Andrei Verner,
Jérome Ausseil, Clare E. Beesley, Iréne Maire, Ben J. H. M. Poorthuis, Jiddeke van de Kamp,
Otto P. van Diggelen, Ron A. Wevers, Thomas J. Hudson, T. Mary Fujiwara, Jacek Majewski,
Kenneth Morgan, Stanislav Kmoch, and Alexey V. Pshezhetsky

820 Molecular Population Genetics of the Gene Encoding the Human Fertilization Protein Zonadhesin Reveals
Rapid Adaptive Evolution
Joe Gasper and Willie ]J. Swanson

831 Test for Interaction between Two Unlinked Loci
Jinying Zhao, Li Jin, and Momiao Xiong

846 Multipoint Linkage Analysis with Many Multiallelic or Dense Diallelic Markers: Markov Chain—-Monte Carlo
Provides Practical Approaches for Genome Scans on General Pedigrees
Ellen M. Wijsman, Joseph H. Rothstein, and Elizabeth A. Thompson

859 Epigenetic Allele Silencing Unveils Recessive RYRT Mutations in Core Myopathies
Haiyan Zhou, Martin Brockington, Heinz Jungbluth, David Monk, Philip Stanier, Caroline A. Sewry,
Gudrun E. Moore, and Francesco Muntoni

869 Distinct Clinical Phenotypes Associated with a Mutation in the Mitochondrial Translation Elongation Factor
EFTs
Jan A. M. Smeitink, Orly Elpeleg, Hana Antonicka, Heleen Diepstra, Ann Saada, Paulien Smits,
Florin Sasarman, Gert Vriend, Jasmine Jacob-Hirsch, Avraham Shaag, Gideon Rechavi, Brigitte Welling,
Jurgen Horst, Richard J. Rodenburg, Bert van den Heuvel, and Eric A. Shoubridge

878 Mutations of the Mitochondrial Holocytochrome c-Type Synthase in X-Linked Dominant Microphthalmia
with Linear Skin Defects Syndrome
Isabella Wimplinger, Manuela Morleo, Georg Rosenberger, Daniela Iaconis, Ulrike Orth, Peter Meinecke,
Israela Lerer, Andrea Ballabio, Andreas Gal, Brunella Franco, and Kerstin Kutsche
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A Chromosomal Rearrangement Hotspot Can Be Identified from Population Genetic Variation and Is
Coincident with a Hotspot for Allelic Recombination
Sarah J. Lindsay, Mehrdad Khajavi, James R. Lupski, and Matthew E. Hurles

Analysis of High-Resolution HapMap of DTNBP1 (Dysbindin) Suggests No Consistency between Reported
Common Variant Associations and Schizophrenia

Mousumi Mutsuddi, Derek W. Morris, Skye G. Waggoner, Mark J. Daly, Edward M. Scolnick, and
Pamela Sklar

Mapping Trait Loci by Use of Inferred Ancestral Recombination Graphs
Mark J. Minichiello and Richard Durbin

Mutation-Positive and Mutation-Negative Patients with Cowden and Bannayan-Riley-Ruvalcaba Syndromes

Associated with Distinct 10q Haplotypes
Marcus G. Pezzolesi, Yan Li, Xiao-Ping Zhou, Robert Pilarski, Lei Shen, and Charis Eng

REPORTS

A Novel Mutation in FGFR3 Causes Camptodactyly, Tall Stature, and Hearing Loss (CATSHL) Syndrome
Reha M. Toydemir, Anna E. Brassington, Pinar Bayrak-Toydemir, Patrycja A. Krakowiak, Lynn B. Jorde,
Frank G. Whitby, Nicola Longo, David H. Viskochil, John C. Carey, and Michael J. Bamshad

PLA2G6 Mutation Underlies Infantile Neuroaxonal Dystrophy
Shareef Khateeb, Hagit Flusser, Rivka Ofir, Ilan Shelef, Ginat Narkis, Gideon Vardi, Zamir Shorer,
Rachel Levy, Aharon Galil, Khalil Elbedour, and Ohad S. Birk

Mutations in the Tight-Junction Gene Claudin 19 (CLDN19) Are Associated with Renal Magnesium Wasting,
Renal Failure, and Severe Ocular Involvement

Martin Konrad, André Schaller, Dominik Seelow, Amit V. Pandey, Siegfried Waldegger,

Annegret Lesslauer, Helga Vitzthum, Yoshiro Suzuki, John M. Luk, Christian Becker,

Karl P. Schlingmann, Marcel Schmid, Juan Rodriguez-Soriano, Gema Ariceta, Francisco Cano,

Ricardo Enriquez, Harald Jippner, Sevcan A. Bakkaloglu, Matthias A. Hediger, Sabina Gallati,

Stephan C. E. Neuhauss, Peter Niirnberg, and Stefanie Weber

Detecting Disease-Causing Mutations in the Human Genome by Haplotype Matching
David H. Spencer, Kerry L. Bubb, and Maynard V. Olson

Absence of a Paternally Inherited FOXP2 Gene in Developmental Verbal Dyspraxia

Lars Feuk, Aino Kalervo, Marita Lipsanen-Nyman, Jennifer Skaug, Kazuhiko Nakabayashi,
Brenda Finucane, Danielle Hartung, Micheil Innes, Batsheva Kerem, Malgorzata J. Nowaczyk,
Joseph Rivlin, Wendy Roberts, Lili Senman, Anne Summers, Peter Szatmari, Virginia Wong,
John B. Vincent, Susan Zeesman, Lucy R. Osborne, Janis Oram Cardy, Juha Kere,

Stephen W. Scherer, and Katariina Hannula-Jouppi

Mutation in the Auxiliary Calcium-Channel Subunit CACNA2D4 Causes Autosomal Recessive Cone Dystrophy
Katharina Agnes Wycisk, Christina Zeitz, Silke Feil, Mariana Wittmer, Ursula Forster, John Neidhardt,
Bernd Wissinger, Eberhart Zrenner, Robert Wilke, Susanne Kohl, and Wolfgang Berger

Arrhythmogenic Right Ventricular Dysplasia/Cardiomyopathy Associated with Mutations in the Desmosomal
Gene Desmocollin-2

Petros Syrris, Deirdre Ward, Alison Evans, Angeliki Asimaki, Estelle Gandjbakhch,

Srijita Sen-Chowdhry, and William J. McKenna

ERRATUM

Lesnik Oberstein et al. (September 2006 79:562-566)
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What is FASEB, Anyway?
Joann A. Boughman, Ph.D.
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ARTICLES

A Common Haplotype of the Glucokinase Gene Alters Fasting Glucose and Birth Weight: Association in Six
Studies and Population-Genetics Analyses

Michael N. Weedon, Vanessa J. Clark, Yudong Qian, Yoav Ben-Shlomo, Nicholas Timpson,

Shah Ebrahim, Debbie A. Lawlor, Marcus E. Pembrey, Susan Ring, Terry J. Wilkin, Linda D. Voss,
Alison N. Jeffery, Brad Metcalf, Luigi Ferrucci, Anna Maria Corsi, Anna Murray, David Melzer,

Bridget Knight, Bev Shields, George Davey Smith, Andrew T. Hattersley, Anna Di Rienzo, and

Tim M. Frayling

Powerful Multilocus Tests of Genetic Association in the Presence of Gene-Gene and Gene-Environment
Interactions
Nilanjan Chatterjee, Zeynep Kalaylioglu, Roxana Moslehi, Ulrike Peters, and Sholom Wacholder

Biochemical and Genetic Analysis of ANK in Arthritis and Bone Disease
Kyle A. Gurley, Richard J. Reimer, and David M. Kingsley

Mutations of Presenilin Genes in Dilated Cardiomyopathy and Heart Failure

Duanxiang Li, Sharie B. Parks, Jessica D. Kushner, Deirdre Nauman, Donna Burgess, Susan Ludwigsen,
Julie Partain, Randal R. Nixon, Charles N. Allen, Robert P. Irwin, Petra M. Jakobs, Michael Litt, and
Ray E. Hershberger

Tricellulin Is a Tight-Junction Protein Necessary for Hearing

Saima Riazuddin, Zubair M. Ahmed, Alan S. Fanning, Ayala Lagziel, Shin-ichiro Kitajiri,

Khushnooda Ramzan, Shaheen N. Khan, Parna Chattaraj, Penelope L. Friedman, James M. Anderson,
Inna A. Belyantseva, Andrew Forge, Sheikh Riazuddin, and Thomas B. Friedman

HLA and Genomewide Allele Sharing in Dizygotic Twins
Grant W. Montgomery, Gu Zhu, Jouke Jan Hottenga, David L. Duffy, Andrew C. Heath,
Dorret I. Boomsma, Nicholas G. Martin, and Peter M. Visscher

Premature Truncation of a Novel Protein, RD3, Exhibiting Subnuclear Localization Is Associated with Retinal
Degeneration

James S. Friedman, Bo Chang, Chitra Kannabiran, Christina Chakarova, Hardeep P. Singh,

Subhadra Jalali, Norman L. Hawes, Kari Branham, Mohammad Othman, Elena Filippova,

Debra A. Thompson, Andrew R. Webster, Sten Andréasson, Samuel G. Jacobson, Shomi S. Bhattacharya,
John R. Heckenlively, and Anand Swaroop

1071 Exact Tests of Hardy-Weinberg Equilibrium and Homogeneity of Disequilibrium across Strata
Daniel J. Schaid, Anthony J. Batzler, Gregory D. Jenkins, and Michelle A. T. Hildebrandt
REPORTS

1081 Mutant Desmocollin-2 Causes Arrhythmogenic Right Ventricular Cardiomyopathy
Arnd Heuser, Eva R. Plovie, Patrick T. Ellinor, Katja S. Grossmann, Jordan T. Shin, Thomas Wichter,
Craig T. Basson, Bruce B. Lerman, Sabine Sasse-Klaassen, Ludwig Thierfelder, Calum A. MacRae, and
Brenda Gerull
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1089 Human Adaptive Evolution at Myostatin (GDF8), a Regulator of Muscle Growth
Matthew A. Saunders, Jeffrey M. Good, Elizabeth C. Lawrence, Robert E. Ferrell, Wen-Hsiung Li, and
Michael W. Nachman

1098 Increased Activity of Coagulation Factor XIl (Hageman Factor) Causes Hereditary Angioedema Type lli
Sven Cichon, Ludovic Martin, Hans Christian Hennies, Felicitas Miiller, Karen Van Driessche,
Anna Karpushova, Wim Stevens, Roberto Colombo, Thomas Renné, Christian Drouet, Konrad Bork, and
Markus M. Nothen

1105 Mutations in the Gene Encoding the Wnt-Signaling Component R-Spondin 4 (RSPO4) Cause Autosomal
Recessive Anonychia
C. Bergmann, J. Senderek D. Anhuf, C. T. Thiel, A. B. Ekici, P. Poblete-Gutiérrez, M. van Steensel,
D. Seelow, G. Niirnberg, H. H. Schild, P. Nirnberg, A. Reis, J. Frank, and K. Zerres

1110 Ribosomal Protein $24 Gene Is Mutated in Diamond-Blackfan Anemia
Hanna T. Gazda, Agnieszka Grabowska, Lilia B. Merida-Long, Elzbieta Latawiec, Hal E. Schneider,
Jeffrey M. Lipton, Adrianna Vlachos, Eva Atsidaftos, Sarah E. Ball, Karen A. Orfali, Edyta Niewiadomska,
Lydie Da Costa, Gil Tchernia, Charlotte Niemeyer, Joerg J. Meerpohl, Joachim Stahl, Gerhard Schratt,
Bertil Glader, Karen Backer, Carolyn Wong, David G. Nathan, Alan H. Beggs, and Colin A. Sieff

1119 Mutations in the Gene Encoding the Sigma 2 Subunit of the Adaptor Protein 1 Complex, AP152, Cause
X-Linked Mental Retardation
Patrick S. Tarpey, Claire Stevens, Jon Teague, Sarah Edkins, Sarah O’Meara, Tim Avis, Syd Barthorpe,
Gemma Buck, Adam Butler, Jennifer Cole, Ed Dicks, Kristian Gray, Kelly Halliday, Rachel Harrison,
Katy Hills, Jonathon Hinton, David Jones, Andrew Menzies, Tatiana Mironenko, Janet Perry,
Keiran Raine, David Richardson, Rebecca Shepherd, Alexandra Small, Calli Tofts, Jennifer Varian,
Sofie West, Sara Widaa, Andy Yates, Rachael Catford, Julia Butler, Uma Mallya, Jenny Moon, Ying Luo,
Huw Dorkins, Deborah Thompson, Douglas F. Easton, Richard Wooster, Martin Bobrow,
Nancy Carpenter, Richard J. Simensen, Charles E. Schwartz, Roger E. Stevenson, Gillian Turner,
Michael Partington, Jozef Gecz, Michael R. Stratton, P. Andrew Futreal, and F. Lucy Raymond

1125 Leigh Syndrome with Nephropathy and CoQ,, Deficiency Due to decaprenyl diphosphate synthase subunit 2
(PDSS2) Mutations
Luis Carlos Lopez, Markus Schuelke, Catarina M. Quinzii, Tomotake Kanki, Richard J. T. Rodenburg,
Ali Naini, Salvatore DiMauro, and Michio Hirano

1130 Genetic Heterogeneity in Italian Families with IgA Nephropathy: Suggestive Linkage for Two Novel IgA
Nephropathy Loci
Luigi Bisceglia, Giuseppina Cerullo, Paola Forabosco, Diletta Domenica Torres, Francesco Scolari,
Michele Di Perna, Marina Foramitti, Antonio Amoroso, Sara Bertok, Jirgen Floege, Peter Rene Mertens,
Klaus Zerres, Efstathios Alexopoulos, Dimitrios Kirmizis, Mazzucco Ermelinda, Leopoldo Zelante, and
Francesco Paolo Schena, on behalf of the European IgAN Consortium
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Friedman et al. (September 2006 79:500-513)
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